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<130> FILE REFERENCE: 018941 - 001400US 
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<141> CURRENT FILING DATE: 2002-04-11 
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<210> SEQ ID NO: 1 
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<212> TYPE: DNA 
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DATE: 04/25/2002 
TIME: 15:01:22 
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CONTROL REPRODUCTXYE DEVELOPMENT IN 



<213> ORGANISM 
<220> FEATURE: 
<221> NAME/KEY 
<222> LOCATION 
<400> SEQUENCE 



CDS 

(241) . . (3411) 
1 

cgcggctgtc ggagcaaacg caaacccccc aggttgttct 
gattgattgt cttctgtgat atatccagag ctcgtgtttt 
tgtgcttgga ttgttgatgt gctaattcgc ggcgttacaa 
tgagttgtgc ctcggctgtg ctggctgtgt gttgattctc 
atg gag att gtt gca gta gat cag gag gga get 
Met Glu lie Val Ala Val Asp Gin Glu Gly Ala 

1 5 10 . 

aac tgt atg ctt get cgt ggt gga act ggt get 
Asn Cys Met Leu Ala Arg Gly Gly Thr Gly Ala 

20 25 
gag ctg aca gcg acg cct cgt cag gat gca gee 
Glu Leu Thr Ala Thr Pro Arg Gin Asp Ala Ala 

35 40 
gac gaa ccg gca caa cac caa tgc gag cat ttc 
Asp Glu Pro Ala Gin His Gin Cys Glu His Phe 

50 55 
gtt get ctt ctt cag aag aag gat cca aaa ttc 
Val Ala Leu Leu Gin Lys Lys Asp Pro Lys Phe 
65 70 75 

att ttc cat gac cag aaa aaa tgt gat gaa cac 
lie Phe His Asp Gin Lys Lys Cys Asp Glu His 

85 90 
cca ttt tct gta gca aag ttt cga cga tgg gat 
Pro Phe Ser Val Ala Lys Phe Arg Arg Trp Asp 
100 105 



<t>o? 



agcgtgtgca geggctaget 
gtggtttgtg gtttgtggtt 
gatcactget ggattgatat 
tcctcgtcgt ggtgatcgat 
cgt gtt gtt ggg acg 
Arg Val Val Gly Thr 
15 

gta gcg cca gtg ttg 
Val Ala Pro Val Leu 
30 

get gaa get ggt gta 
Ala Glu Ala Gly Val 
45 

tec ata aga ggg tat 
Ser lie Arg Gly Tyr 
60 

tgc tct eta tct egg 
Cys Ser Leu Ser Arg 
80 

aaa get agt tea age 
Lys Ala Ser Ser Ser 
95 

tgc teg aag tgc ttg 
Cys Ser Lys Cys Leu 
110 



60 

120 

180 

240 

288 



336 



384 



432 



480 



528 



576 
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Ser 


Asn 


Tyr 


Ala 


Ser 


Arg 




235 


785 










790 










795 










800 




237 


caa 


cca 


gta 


att 


aca 
y 


cca 


ctg 


gac 


cgc 


tat 


get 


gaa 


aga 


aca 

y ^3 


gtt 


aac 


2688 


238 


Gin 


Pro 


Val 


lie 


Ala 


Pro 


Leu 


Asp 


Arg 


Tvr 


Ala 


Glu 


Ara 


Ala 


Val 


Asn 




9 ^ Q 

£t J -7 










805 










810 










815 






241 


cag 


g tc 


cat 


gca 


aga 


aat 


ttt 


cca 


age 


aca 


ata 


gca 


acc 


ata 


aaa 


aca 

Zj zj 


2736 


242 


Gin 


Val 


His 


Ala 


Ara 


Asn 


Phe 


Pro 


Ser 


Thr 


lie 


Ala 


Thr 


Met 


Glu 


Ala 




243 








820 










825 










830 








9d S 
^ i j 


a y L. 


Qciy 


L- La 


tat 
L.y l. 


era t 
y a. u 


oaa 

*-y y 


aga 


aat 


get 


aaa 

y y a 


caa 


gta 


ate 


ttg 


tat 


cct 


2784 


246 


Ser 


Lys 


Leu 


Cys 


Asp 


Arg 


Arg 


Asn 


Ala 


Gly 


Gin 


Val 


Val 


Leu 


Tyr 


Pro 




247 






835 










840 










845 










249 


aaa 


gaa 


tec 


atg 


cct 


gcg 


acg 


cat 


ctt 


ctg 


aga 


atg 


atg 


gat 


cca 


tea 


2832 


250 


Lys 


Glu 


Ser 


Met 


Pro 


Ala 


Thr 


His 


Leu 


Leu 


Arg 


Met 


Met 


Asp 


Pro 


Ser 




251 




850 










855 










860 












253 


aca 


tta 


gca 


age 


ttc 


ccc 


aac 


tat 


gga 


act 


tct 


age 


agg 


aac 


cag 


atg 


2880 


254 


Thr 


Leu 


Ala 


Ser 


Phe 


Pro 


Asn 


Tyr 


Gly 


Thr 


Ser 


Ser 


Arg 


Asn 


Gin 


Met 




255 


865 










870 










875 










880 




257 


gag 


tct 


caa 


ctt 


cat 


aat 


tct 


cag 


tat 


gca 


cat 


aat 


cag 


tac 


aaa 


gga 


2928 


258 


Glu 


Ser 


Gin 


Leu 


His 


Asn 


Ser 


Gin 


Tyr 


Ala 


His 


Asn 


Gin 


Tyr 


Lys 


Gly 




259 










885 










890 










895 
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261 


tea 


acc 


age 


aca 


tea 


tat 


aac 

y y 


agt 


aac 


eta 


aat 


aaa 


aag 


att 


cca 


ttg 


2976 


9fi9 


Ser 


Thr 


Ser 


Thr 


Ser 




Glv 


Ser 


Asn 


Leu 


Asn 


Glv 

vj j- jr 


Lys 


lie 


Pro 


Leu 




9 ^ 








-7 U V/ 










905 










910 








9fi S 






nap 
y cici 


nap 
y cl w 


L- L.GL 




can 
oy y 


cat 


cag 


ctg 


cat 


gat 


eta 

o L-y 


cac 


aga 


cct 


3024 


966 

^ u u 


Thr 


Phe 


Glu 


ASp 


Leu 


Ser 


Arg 


His 


Gin 


Leu 


His 


Asp 


Leu 


His 


Ara 


Pro 




9 fi7 

Z O / 






-7 X J 










920 










925 










9 fiQ 








rat 


ppf 


aga 


at t 


aat 
y y u 


y L.y 


ctt 


aac 


tec 


tta 

u uy 


eta 

w uy 


cag 


aag 


3072 


270 


Leu 


Ara 

rtx y 


Pro 


His 


Pro 


Arcr 


Val 


Glv 


Val 


Leu 


Gly 


Ser 


Leu 


Leu 


Gin 


Lys 




Z / ± 




Q 10 










935 
? j j 










940 












97 "3 


y uci 


a u l. 




aae 


1~ an 
t_y y 


teg 


gag 


aac 


tat 

L-y l. 


aae 

y y ^ 


aca 


caa 


tct 


aat 


tat 


aacr 


3120 


974 


Glu 


lie 


Ala 


Asn 




Ser 


Glu 


Asn 


Cys 


Glv 


Thr 


Gin 


Ser 


Gly 


Tvr 


LVS 




97 S 

Z / J 


_? *± j 










950 










955 










960 




977 


tta 


gga 


crt a 
y uy 


tea 


aca 


gga 


ata 


aca 


tea 


cat 


cag 


atg 


aac 


aaa 


aaa 


aaa 


3168 


278 


Leu 


Gly 


Val 


Ser 


Thr 


-Gly 


lie 


Thr 


Ser 


His 


Gin 


Met 


Asn 


Ara 


Lys 


Glu 




97Q 










965 










970 










975 






9 ft 1 

Z O -L 


cat 


ttt 


gaa 


gee 


ctg 


aat 


tct 


gga 


atg 


ttt 


tea 


gca 


aaa 


taa 


aat 


gca 


3216 


282 


His 


Phe 


Glu 


Ala 


Leu 


Asn 


Ser 


Gly 


Met 


Phe 


Ser 


Ala 


Lys 


Trp 


Asn 


Ala 




283 








980 










985 










990 








285 


ttg 


cag 


ttg 


ggt 


tct 


gtt 


age 


tec 


agt 


gca 


gat 


ttt 


tta 


tea 


gcg 


agg 


3264 


286 


Leu 


Gin 


Leu 


Gly 


Ser 


Val 


Ser 


Ser 


Ser 


Ala 


Asp 


Phe 


Leu 


Ser 


Ala 


Arg 




287 






995 








1000 








1005 










289 


aac 


age 


ata 


get 


caa 


tct 


tgg 


acc 


aga 


ggc 


aag 


ggt 


aaa 


atg 


gtt 


cat 


3312 


290 


Asn 


Ser 


He 


Ala 


Gin 


Ser 


Trp 


Thr 


Arg 


Gly 


Lys 


Gly 


Lys 


Met 


Val 


His 




291 


1010 








1015 








1020 












293 


ccc 


ttg 


gat 


egg 


ttt 


gtg 


aga 


cag 


gat 


ate 


tgt 


ata 


act 


aac 


aag 


aac 


3360 


294 


Pro 


Leu 


Asp 


Arg 


Phe 


Val 


Arg 


Gin 


Asp 


He 


Cys 


He 


Thr 


Asn 


Lys 


Asn 




295 


1025 






1030 








1035 








1040 




297 


cca 


get 


gat 


ttt 


act 


aca 


ate 


agt 


aac 


gat 


aac 


gag 


tat 


atg 


gat 


tac 


3408 


298 


Pro 


Ala 


Asp 


Phe 


Thr 


Thr 


He 


Ser 


Asn 


Asp 


Asn 


Glu 


Tyr 


Met 


Asp 


Tyr 





299 1045 1050 1055 

301 cgc tgaagcagaa agtggtgtgc ataattcctg aacatttaca atcatacatt 3461 

302 Arg 

304 tcatctttat ggcgccaaat agtcatactg taagaggagg getttgetgg atctgctgta 3521 
306 aggcttcttg taagttgtgg atgccccatt ttctggatgg gaacctgcca gacagtgaac 3581 
.308 aagggctttg caaggtgcag catccggttt ttgttttgcc agtccaagaa acgtcctcct 3641 
310 gttactttgt agttgtactc atactagtgc gcttgtttgt acaaggagaa atgtgtaacc 3701 
312 ttgttgaaaa aaatgtctcc cccattttgt aattaccata aggaggttta tagtgttgtg 3761 
314 agctgtgtgt gaetgaegge gagaaatggt tttgtcggtg ttaaggttga aacgactagc 3821 
316 tetegttate aatgtgttgt aaacttctag attgatgtgt taccttactc ttgaagtcaa 3881 
318 caceggagaa tttac 3896 

321 <210> SEQ ID NO: 2 

322 <211> LENGTH: 1057 

323 <212> TYPE: PRT 

324 <213> ORGANISM: Oryza satiya 

326 <400> SEQUENCE: 2 

327 Met Glu lie Val Ala Val Asp Gin Glu Gly Ala Arg Val Val Gly Thr 

328 15 10 15 

330 Asn Cys Met Leu Ala Arg Gly Gly Thr Gly Ala Val Ala Pro Val Leu 

331 20 25 30 
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